Relative Abundance

Top 20 genera bar plot

All Control All Treatment
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Acinetobacter
Anaerostipes
Bacillus
Bifidobacterium
Blautia
Clostridium
Corynebacterium
Dubosiella
Enterococcus
Faecalibaculum
Fusobacterium
Klebsiella
Lactobacillus
Ligilactobacillus
Limosilactobacillus
Mammaliicoccus
Neisseriaceae_G-1
Parafannyhessea
Proteus
Staphylococcus
Streptococcus
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